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BACKGROUNDS

Enterococci are Gram-positive bacteria occurring as part of the natural microflora in the gastrointestinal tract.
Vancomycin-resistant enterococci (VRE) represent a growing threat in hospital-acquired infections.

Monitoring the incidence of VRE at
the particular university hospitals

in Brno (Czech Republic) in the period
January-September 2015 where

Virulence factors genes

Associated with the biofilm formation, increased virulence, colonization and persistence

Esp (enterococcal surface protein) . =~ .
In urinary tract

GelE (gelatinase) Hydrolysis of collagen, gelatin and small peptides, associated with endocarditis in animal

the increasing trend of VRE has
occurred

Determination of virulence factors,
detection of genes for antimicrobial
resistance and assessment of their
clonality

METHODS

Asal (aggregation substance)
CylA (cytolysin)

Hyl (hyaluronidase)

models

Improving of adherence of Enterococci to endocardial cells and renal tubular cells

Significantly aggravates the symptoms of endocarditis in the animal model

Cleaves the hyaluronic acid contained in the intracellular sealant and enables the spread
of microbes and their metabolic products into tissues
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diagram presents number
of strains resistant to gentamicin,
nitrofurantoin and tetracycline.

*  St. Anne's University Hospital (SAUH), Brothers of Charity Hospital (BCH),
Masaryk Memorial Cancer Institute (MMCI), Centre of Cardiovascular and Transplantation
Surgery (CKTCH), Department of Internal medicine (INT), Surgical clinic (SUR),
Orthopedic surgery (ORT), Department of urology (URO), Dermatovenerology department,
First department of cardioangiology (CA)

Figure 3. Dendrogram. PFGE did not reveal any
significant distribution of identical strains.

Table 1. Antimicrobial resistance profiles, distribution of resistance and virulence
determinants. GEN: gentamicin, TET: tetracycline, FUR: nitrofurnatonin.

PFGE revealed identical strains with
possible clonal spreading only in four
patients

All isolates were identified as
Enterococcus faecium with vanA gene

The most common clinical material
was urine PFGE did not reveal any significant
distribution of identical strains

within university hospitals in Brno.
Increased occurrence is probably due
to pan-European trends and not bad
antibiotic policy at University Hospitals

in Brno
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Only esp and hyl were detected

All isolates were resistant to
vancomycin and aminopenicillin and
sensitive to linezolid and tigecycline
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